Source/Description: The probe used for Southern hybridization is a 4.6 kb Kpnl fragment derived from the 8.6 kb IGF2R cDNA clone (pSVLhMPR5) (1).
Polymorphism: Sacl identifies a two allele RFLP with bands at 18.6 kb (Al) and 14.4 kb (A2). Invariant bands are 5.3 kb, 4.9 kb, 4.0 kb, 3.1 kb and 2.2 kb. Observed heterozygosity: 0.52. Bo/nHI, EcdSl, HaeUl, HindJR, Hinfl, Atspl, Pstl, PvuU, Stul , Taql and Xmnl (tested on a panel of 9 unrelated individuals).
Not Polymorphic For. AM,
Chromosomal Localization: IGF2R has been assigned to human chromosome 6q25-27 using somatic cell hybrids and in situ chromosomal hybridization (2). 
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Source and Description of Clone:
The probe P21U is a 2.8 kb cDNA RING4 clone derived from the U937 cDNA library and subcloned in CDM8 (1).
Polymorphism: Pvull identifies a two allele polymorphism with fragments of either 6.8 kb (Al) or 3.9 and 2.9 kb (A2) in length. No other bands are detected. Chromosomal Location: The human RING4 gene has been localised to the short arm of chromosome 6, between HLA DOB and DNA genes, about 25 kb centromeric to the former.
Mendelian Inheritance:
Mendelian inheritance was demonstrated in three two-generation families tested.
Other Comments: No linkage disequilibrium between the two RING4 alleles and any of the 21 DPB1 or the 9 DQA1 HLA genes was found. Moreover no linkage disequilibrium between any of the two peculiar HLA extended haplotypes present in Sardinia at a very high frequency (2, 3), namely A30, B18, Cw5, DR3, DRw52, DQw2 and A2, Cw7, B17, 3F31, DR2, DQwl, and the two RING4 alleles was observed. • To whom correspondence should be addressed Downloaded from https://academic.oup.com/nar/article-abstract/19/24/6974/1320398/Sacl-RFLP-in-the-insulin-like-growth-factor-2 by guest on 15 September 2017
